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NBRC 3281
Acetobacter aceti(Pasteur 1864) Beijerinck 1898

\DNA )

Synonym: Acetobacter (Acetobacter) aceti
Acetobacter aceti subsp. aceti

IFO 3281 <-IFO (K. Kondo, 58)
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NBRC NBRC 23

NRRL: Agricultural Research Service Culture Collection NBRC NITE

NBRC: NITE Biological Resource Center

ATCC: American Type Culture Collection HP

CBS: Centraalbureau voor Schimmelcultures, Fungal and Yeast Collection
CABI: CABI Genetic Resource Collection

DSMZ: Leibniz-Institut DSMZ-Deutsche Sammlung von Mikroorganismen und Zellkulturen GmbH
CGMCC: China General Microbiological Culture Collection Center
KCTC: Korean Collection for Type Cultures
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