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IUR-B-N-F7HFILTILIAYI=HZ—E (N175Q)
Endo- B -~ N-acetylglucosaminidase (3.2.1.96)

L—3JL-ETIYR
Mucor hiemalis.

Tag DNA R A5—H (BIERBAIE DR DT/ B%E Arg [T3ZE)
DNA polymerase (2.7.7.7)

Y—LR-TIT7T14HR
Thermus aquaticus

ZARMHEBERMXYLT—E ZDSN M2(L212S, F2301)

Duplex=specific nuclease

XOA4H=

IVRXYIL7—H V(Y80A D105A)
Endonuclease V (3.1.21.7)

Y—ELT-RUTAR
Thermotoga maritima

IURXYLF7—F V(YB0A D105N)
Endonuclease V (3.1.21.7)

Y—ET-RUTAR
Thermotoga maritima

p-ERBXS R B RFKEEEEESR (L200V, Y385F) (HFM145VF)

URINITY DL TIVESHL

p-hydroxybenzoate hydroxylase (1.14.13.2)

Corynebacterium glutamicum

VU TALKRELS—H (cadd) (M616T)
Lysine_decarboxylase (4.1.1.18)

Iox%7-aY
Escherichia coli

ZRJILERSA—1 (NhhB[D21G], NnhA[N42D, 1202T])
Nitrile hydratase (4.2.1.84)

ARy hR-BRI59 X
Rhodococcus rhodochrous

a-23->7 VBRERIS BER (E342A) (NI {BI24 73/ BEZR1R)
«—2,3-Sialyltransferase (2.4.99.4)

T IRYGTY 9 L RRRL D L
Photobacterium phosphoreum

(2) HEEMEEHE, XATFF

Y217N, 822510, K2261%/m)

Fluorescent protein Umikinoko—Green

BHERRNEBYG Azami-Green 1(V123T, Y188A, F190K) FHYIHUT
Fluorescent protein Azami—Green 1

HAEEE KCy-D4(C59A, A131M, Q186G) JHESALY
Fluorescent protein KCy-D4

HHAEEE KCy-G4219 (K12R, F14Y, K33R, C68A, A132M, JHESALY
Q187G, N201E, G206K)

Fluorescent protein KCy—G4219

ZEAREAEEE Keimab70(S61M, S62C, 192T, H94N, V123T, {3EH>T
N142S, N157D, F158Y, V191I, K202R, F206S, S213A)

Fluorescent protein Keima570

HEARERAEAE Keima-Red(L60Q, S61L, V79F, 192S, H94N, 3ELH LT
V123E, N142S, N157D, F158Y, Y188R, Y190E, V191I, K202R,

F206S, S213A)

Fluoresent protein Keima—Red

ZEARELEAE Keima-Red(S61F, 192T, H94N, V123T, JEVYLT
N142S, N157D, F158Y, V1911, K202R, F206S, S213A)

Fluorescent protein Keima—Red

HEAENXEBY Kusabira-Green (K12R, F14Y, V261, K33R, IHESIY
K49E, S56A, T62V, C65A, P70V, Q97E, F102S, A104S, C115T,

E117Y, V123T, V133I, V140Y, T146E, T150A, C151S, F162Y,

A166E, K185E, K188E, Q190G, S192D, F193Y, G196S, C217S)

Fluorescent protein Kusabira—Green

HHEAH Kusabira-—Orange1 (F163Y) HHESL
Fluorescent protein Kusabira—Orange 1

HEREKEEAE Kusabira—Orange 1(K12R, F14Y, V261, K33R, (JHESIY
S56A, T62V, Q97E, F102S, A104S, C115T, E117Y, V123T, V133],

T150A, C151S, F162Y, A166E, Q190G, F193Y, G195S, C217S)

Fluorescent protein Kusabira—Orange 1

HEAENAEEY Kusabira-Orange 2(K12R, F14Y, V261, K33R, {JHES1>
K49E, S56A, T62V, P70V, Q97E, F102S, A104S, C115T, E117Y,

V123T, V133I, T150A, C151S, F162Y, A166E, F176M, K185E,

K188E, Q190G, S192D, F193Y, L210Q, C217S)

Fluorescent protein Kusabira-Orange 2

HHAFEBEE Midoriishi-Cyan (P54S) HYUED
Fluorescent protein Midoriishi—Cyan

HEARAEAY Midorishi-Cyan (M44T, P54S, A67V, V130T, (IR
F150S, R179Q, F180L)

Fluorescent protein Midoriishi—Cyan

mE *x Monti-Red(2V: s S |
A.S2GK41R.L60Q.S61L,Q62M,P67T.V79F.Y87F,HI4N,N142SN1
56Y.,F158Y,S175T,Y188F,Y190F,V1911,K202R,F206S.S213A)

Fluorescent protein Monti—Red

HEARHIEEE Umikinoko-Green (Q6E, Y187A, Y190K, VI91Liy3+/3

FREAERBTOEREGFP(CFP) (2VIEA, F65L, S66T,
Y67W, N1471, M154T, V164A, H232L)
Green fluorescent protein

FIISF (AL T-EVNIT)

Aegquorea victoria

HEBREHRBTHIEREGFP(YFP) (2VHHA, S66G, V6IL,
S73A, T104Y, H132L)
Green fluorescent protein

FIISF (AL T-EVNIT)

Aequorea victoria

HLA-A*24:02 (A245V) ek
HLA-A%24:02

ATE T2 (D40N, R104E, K141E) BEXHYT
Tamavidin 2

Pleurotus comucopiae var. citrinopileatus

ATET2(N115C)

Tamavidin 2

BAEXAYT

AIE T2 (RI104E, K141E)
Tamavidin 2

Pleurotus comucopiae var. citrinopileatus
SEXRT
Pleurotus cormucopiae var. citrinopileatus

BIET2(S36A)

Tamavidin 2

REXRT

Pleurotus comucopiae_var. citrinopileatus
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